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Identify compounds 
of interest
Compounds of interest can be identified
using one of two proven tools seamlessly
linked within the SIEVE software: SEQUEST
and ChemSpider.

Following a SEQUEST search, the 
SIEVE software generates a Protein Report, 
a hierarchical representation of the proteins,
peptides and SEQUEST identification results.
It consolidates qualitative and quantitative
results for easy exploration and validation 
of protein identifications. Protein and 
peptide ratios and confidence limits are 
easy to check using Peptide Whisker Plots.
“Mouse overs” provide detailed protein 
and peptide information. 

ChemSpider is a public-domain 
small-molecule database search 
application that identifies metabolites 
in user-selected databases using 
nominal-mass or accurate-mass 
information. It is the richest single 
source of structure-based chemistry 
information available, providing 
users with access to millions of 
chemical structures.

The Protein Report consolidates qualitative and quantitative results and displays them in an
easy-to-navigate, hierarchical display.

SIEVE software is flexible; it can be fully automated for unattended analyses or can perform
iterative workflows in which parameters can be adjusted as desired.

The ChemSpider Report makes it easy to review
metabolites identified by ChemSpider, a popular
public-domain, small-molecule database search
application. 

Whisker plots of individual peptide measurements provide a quick visual check of the 
quality of the differential analysis.
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Exporting results to Ingenuity Pathways Analysis (IPA) connects peptide assignments with the systems 
biology underlying the experiments. It enables users to model, analyze and understand complex 
biological and chemical systems.

Automated or interactive 
workflows
SIEVE software can be completely automated 
and run entire workflows, including chromato-
graphic alignment, finding abundance differences
via framing, and identification, without manual
intervention. 

SIEVE software also supports time-saving
interactive workflows. As each part of an 
experiment is completed, the user can review
results and adjust parameters in real time. The
workflow can be started and stopped at any 
step without having to go back and redo previous
steps. For example, users can rerun identifications
using a different database, without having to go
back and realign chromatograms or reframe data.

SIEVE software integration and
interoperability
Seamless integration and interoperability with
spreadsheet, statistical, and systems biology 
applications help you present results, perform 
further statistical analyses, and connect 
compound identifications to biological pathways.
For example, SIEVE software can be integrated
with Ingenuity Pathways Analysis (IPA), a 
widely-adopted application that enables
researchers to model, analyze and understand
complex biological and chemical systems. SIEVE
software can also be integrated with Thermo
Scientific Pinpoint software, a selected-reaction
monitoring (SRM) builder for assay development,
and with Thermo Scientific Mass Frontier software
for small-molecule spectral interpretation.




